Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.007 Å; R factor = 0.049; wR factor = 0.148; data-to-parameter ratio = 13.0.
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ) .
Cg is the centroid of the C7-C12 ring. 
D-HÁ
Data collection: XSCANS (Bruker, 1996) ; cell refinement: XSCANS; data reduction: XSCANS; program(s) used to solve structure: SHELXS86 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL/PC (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL/PC, SHELXL97 and PLATON (Spek, 2009 J. E. Brown and R. G. Baughman
Comment
The crystal structure of 2,3-dihydro-5-carboxanilide-6-methyl-1,4-oxathiin-4,4-dioxide (oxycarboxin, also known as Plantvax R ) was determined as part of a larger project involving the structures of fungicides (Baughman & Paulos, 2005) . It is the dioxide form of its parent compound, carboxin, and is a member of the oxathiin class of systemic (works from within the plant system) fungicides. The mode of action of this class of compounds is to inhibit succinate oxidation of succinate dehydrogenase in the fungal class Basiomycetes (Ulrich & Mathre, 1972) .
The molecules of the title structure ( Fig. 1 ) are interconnected by intermolecular hydrogen bonds, while the molecule itself contains intramolecular hydrogen bonds (Tab. 1). The N1-H1A···O3-S1 and the C8-H8···O4-C6 intramolecular hydrogen bonds restrict all of the torsion angles around the N1-C6, N1-C7, and C3-C6 bonds. H1C is observed to be interacting with the π-electron system of the adjacent phenyl ring at 1 + x, 1 + y, z (Fig. 1 , Tab. 1).
The C1//C2//S1//C3//C4//O1 ring is nonplanar; C1 and C2 are located +0.435 (6) and -0.398 (6) Å, respectively, from the 4-membered planar S1//C3//C4//O4 group, which has an r.m.s. deviation from the mean plane equal to 0.030 Å.
Experimental
A 99.9% pure sample of the title compound was purchased from Sigma-Aldrich. Crystals were grown by slow evaporation of a solution in EtOH.
Refinement
Approximate positions for all H atoms were first obtained from a difference electron density map. However, the hydrogens were situated into idealized positions and the H-atoms have been refined within the riding atom approximation. The constraints used: C aryl -H aryl =0.93; C methyl -H methyl =0.96; C methylene -H methylene =0.97 and N sec. amine -H sec. amine =0.86 Å. The idealized methyl group was allowed to rotate about the C-C bond during the refinement [AFIX 137; SHELXL97 (Sheldrick,
PLATON (Spek, 1999) indicated the presence of a possible twin by reticular non-merohedry or accidental intergrowth and suggested the twinning matrix that corresponded to the rotation by 180° about the direction [1 2 4] quasiperpendicular to (0 0 1): (h2,k2,l2)=(h1,k1,l1)× (-1.000,0.000,0.618//0.000,-1.000,0.931//0.000,0.000,1.000). The number of the overlapped reflections equals to 366. The minor-domain fraction was refined to 0.083 (5). 
Hydrogen-bond geometry (Å, °)
